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Introduction

Emerging evidence suggesting several shared neurobiological
mechanisms between trauma and AN. Alterations in the gut
microbiome and bacterial metabolites may be key neurobiological
changes that confer AN risk. While gut microbiome dysregulation
has been separately studied in AN, PTSD, and adversity, their
distinct and overlapping profiles remain unclear. This systematic
review consolidated research on gut microbiome and metabolite
profiles in individuals with AN, PTSD, or exposure to adversity.
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AN, PTSD, & adversity exposure Conclusion

{ Phascolarctobacterium , . . _ . _
Gut microbiome composition varied according to taxonomic level

* Unique faecal metabolites and may depend on factors such as illness severity and type of
* Decreased butyric acid found in AN and adversity with trauma or adversity exposure. Similar alterations in key taxa
childhood maltreatment between AN and PTSD, or AN and adversity suggest potential

shared gut—brain pathways linking trauma-related biology and AN
vulnerability. Identification of a distinct gut microbial profile in AN
and PTSD aetiology may be important for future research and in
the development of individualised treatment, such as informing
future research into the physical health of people with PTSD and
AN, given the role of the gut microbiome in neurotransmitter and

cognitive function and metabolic health.
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